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COMPUTATIONAL ANALYSIS OF RNA-PROTEIN INTERACTIONS
AT VIENNA BIOCENTER CAMPUS

1 PhD student position available
1 Postdoctoral position available

One PhD student position and one postdoctoral position are available immediately in the group of
Bojan Zagrovic (Max F. Perutz Laboratories and University of Vienna) at the Vienna Biocenter
Campus in Vienna, Austria for work on computational analysis of RNA-protein interactions.
Candidates for the PhD student position should have a background in molecular biology,
chemistry, physics, computer science or a related discipline and an interest in molecular dynamics
simulations, computational structure modeling and structural bioinformatics. Candidates for the
postdoctoral position should have a significant track record in the area of physicochemical
modeling and computational analysis of biomolecular systems.

Interested candidates should send an expression of interest and a CV to:

bojan.zagrovic@univie.ac.at
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